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Start your virtual lab
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The
NaaVRE
interface

Manage local files
Explore public

GitHub repositories

Manage your
work with Git

Find notebooks

Containerize cells
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Create a notebook
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1.

Create a new notebook
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Create a notebook

school.lifewatchdev.eu/vrez X _ Untitled.ipynb - Jupyter. X = + v
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Simple 0 1@ ® Python 3 (ipykernel) | Idle Mode: Command @ Ln1,Col1 Untitled.ipynb




Create a notebook
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1. Create a new notebook
2. Write some code

school.lifewatchdev.eu/vrez X = T Untitled.ipynb - Jupyterl. x = + v
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O # Input List &
names = ["Alice", "Bob"]

(=) . (=
# Process list
for name in names:

0 print(f"Hello, {name}!")

Hello, Alice!
Hello, Bob!
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Simple [ s RG] ® Python 3 (ipykernel) | Idle

Mode: Command @ Ln1,Col1 Untitled.ipynb
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Containerize the cells
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Create a new notebook

Write some code

Containerize the cells

a. open the component containerizer

school.lifewatchdev.eu/vrez X | _ Untitled.ipynb - Jupyterl. X & + v
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: File Edit View Run Kernel Git NaaVRE Tabs Settings Help
m Component containerizer = Untitlec.ipynb ® [ L
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Untitled.ipynb
O # Input list &
names = ["Alice", "Bob"]
O Untitled-gpelouze # Process List [
for name in names:
0 print(f"Hello, {name}!")
Hello, Alice!
. Hello, Bob!
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Base Image

Simple O s IR C] ® Python 3 (ipykernel) | Idle Mode: Command @ Ln1,Col1 Untitled.ipynb
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Containerize the cells

school.lifewatchdev.eu/vrez X = T Untitled.ipynb - Jupyterl. x = + v
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Create a new notebook
. (n) input list:gpelouze S =
Write some code R e ()
Containerize the cells 1 * et i
a. open the component containerizer
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b. select the cell you want to containerize |¢
* names 7’

Simple 0 1@ ® Python 3 (ipykernel) | Idle Mode: Edit @ Ln2, Col25 Untitled.ipynb




Containerize the cells
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Create a new notebook

Write some code

Containerize the cells

a. open the component containerizer

b. select the cell you want to containerize
c. setthe variable types

W=

school.lifewatchdev.eu/vrez X = T Untitled.ipynb - Jupyterl. x = + v
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: File Edit View Run Kernel Git NaaVRE Tabs Settings Help
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[1]: # Input Llist B ANV & F i &
nnnnn = ["Alice", "Bob"]
O Input list-gpelouze # Pr =)
for name in names:
0 print(f"Hello, {name}!")
nnnnn ® ,
Hello, Alice!
. Hello, Bob!
Integer
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Outputs
String

names List
»
Base Image
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Containerize the cells
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Create a new notebook

Write some code

Containerize the cells

open the component containerizer
select the cell you want to containerize
set the variable types

select the base image
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school.lifewatchdev.eu/vrez X = _ Untitled.ipynb - JupyterL. X | + v
C O B &= https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/Untitled.ipynb ¢y 8 =
File Edit View Run Kernel Git NaaVRE Tabs Settings Help
Component containerizer = Untitlec.ipynb X i L
B + XO O » m C » Code v @ git
Untitled.ipynb &
[1]: # st (o U S |
nnnnn = ["Alice”, "Bob"]
Input list-gpelouze # Pr =
for name in names:
print(f"Hello, {name}!")
nnnnn ® ,
Hello, Alice!
Hello, Bob!
miniconda3
Laserfarm
vol2bird
distributed-learning
MULTIPLY
Jupyter R Notebook
Simple [ s IR ® Python 3 (ipykernel) | Idle Mode: Command @ Ln2 Col 25 Untitled.ipynb
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Containerize the cells
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1. Create a new notebook

2. Write some code

3. Containerize the cells

open the component containerizer
select the cell you want to containerize
set the variable types

select the base image

create the cell

OO0 TD

school.lifewatchdev.eu/vrez X | _ Untitled.ipynb - Jupyterl. X & + v
& C QO B == https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/Untitled.ipynb ¥ 8 =
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o Untitled.ipynb 5
[1]: | # List B ANV & F @
nnnnn ["Alice", "Bob"]
o Input list-gpelouze # Pr e =
for name in names:
0 print(f"Hello, {name}!")
nnnnn ® ,
Hello, Alice!
. Hello, Bob!
(A
Outputs
» names List v
Base Image
miniconda3 -
Simple 0 2 1 & Q} Python 3 (ipykernel) | Idle Mode: Command @ Ln 2, Col 25 Untitled.ipynb
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Containerize the cells

school.lifewatchdev.eu/vrez X Untitled.ipynb - Jupyter. x = + v

& - C O B &2 https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/Untitled.ipynb ¢ B

1. Create a new notebook

2. Write some code

3. Containerize the cells

open the component containerizer
select the cell you want to containerize @
set the variable types

select the base image

create the cell

well done!

repeat steps b—f for other cells

The cell has been successfully created!
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Containerize the cells (troubleshooting)

school.lifewatchdev.eu/vrea X

QO B &= https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/Untitled.ipynb  ¢¥

< c

If you get the message “Error creating cell: no
base image selected”, reset the base image by

clicking on x and selecting it again from the list

@ school.lifewatchdev.eu
Error creating cell : Error: process-list-gpelouze has not base

image selected
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Create a workflow
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# Input
# Input Llis

List
names = ["Alice", "Bob"]

1. Open the experiment manager

[2]: |# Process Llist ™MV & F R
for name in names:
print(f"Hello, {name}!")

I Hello, Alice!

¢ O O =&
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Hello, Bob!
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Simple 0 1@ ® Python 3 (ipykernel) | Idle Mode: Edit @ Ln2 Col 12 Untitled.ipynb




Create a workflow

Li?gysfg'}fch

ERIC

1.

Open the experiment manager
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Create a workflow

school.lifewatchdev.eujvrez X = _ JupyterLab X | + v
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: File Edit View Run Kernel Git NaaVRE Tabs Settings Help
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1. Open the experiment manager
(n ] =
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Parallelization
Splitter
Merger G
Simple 0 1 & ® Experiment Manager
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Create a workflow
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1. Open the experiment manager
2. Add cells to the workspace
a. open the Cells Catalogs

* @ ®»H 2 ii & 0 D

Your first workflow https://biodt-hackathon.demo.naavre.net/vreapp Getting started with NaaVRE
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Create a workflow

school.lifewatchdev.eu/vrez X JupyterLab X | + v

& - C QO B = https://school.lifewatchdev.eu/vi-openlab/user/gpelouze/lab/tree/NaaVRE bk B

Explore Cell Catalogs

1. Open the experiment manager
2. Add cells to the workspace
a. open the Cells Catalogs iput it pelouze
b. select a cell

Pro elouze



Create a workflow
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1. Open the experiment manager
2. Add cells to the workspace

a. open the Cells Catalogs

b. selecta cell

c. click on “Add to workspace”

school.lifewatchdev.eujvrea X Z JupyterLab X |+

« - C O B & https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/NaaVRE P B

Explore Cell Catalogs

Catalog

Input list-gpelouze

Process list-gpelouze
Inputs and Outputs

names output

ADD TO WORKSPACE

i



Create a workflow
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1. Open the experiment manager
2. Add cells to the workspace

Qoo

open the Cells Catalogs
select a cell

click on “Add to workspace’
repeat b—c for other cells
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Create a workflow
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Open the experiment manager

Add cells to the workspace

a. open the Cells Catalogs

b. selecta cell

c. click on “Add to workspace”

d. repeat b—c for other cells

Drag and drop the cells onto the canvas
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File Edit View Run
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Create a workflow
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Open the experiment manager

Add cells to the workspace

a. open the Cells Catalogs

b. selecta cell

c. click on “Add to workspace”

d. repeat b—c for other cells

Drag and drop the cells onto the canvas
Connect the cells

school.lifewatchdev.eu/vrez X = _ JupyterLab X + v
&« O B &2 https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/NaaVRE 8 =
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Create a workflow

—_—

Open the experiment manager
2. Add cells to the workspace
a. open the Cells Catalogs Ll X | untitled.naavrewf X |+

b SeleCt a Ce” + Cellscatalog g Save <> Export p Run
c. click on “Add to workspace” &)
d. repeat b—c for other cells | N

Drag and drop the cells onto the canvas

Connect the cells
Execute the workflow

Sl



Create a workflow
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Open the experiment manager

Add cells to the workspace

a. open the Cells Catalogs

b. selecta cell

c. click on “Add to workspace”

d. repeat b—c for other cells

Drag and drop the cells onto the canvas
Connect the cells

Execute the workflow

school.lifewatchdev.eujvrea x ‘ Z JupyterLab X |+

« > C

O 8 =

https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/NaaVRE

Execute Workflow

EXECUTE

kg
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Create a workflow
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Open the experiment manager

Add cells to the workspace

a. open the Cells Catalogs

b. selecta cell

c. click on “Add to workspace”

d. repeat b—c for other cells

Drag and drop the cells onto the canvas
Connect the cells

Execute the workflow

Well done!

school.lifewatchdev.eujvrea x | Z JupyterLab X |+

« > C

O B & https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/NaaVRE

Execute Workflow

@

Workflow submitted! You can track it here

i
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school.lifewatchdev.eu/vrez X = _ JupyterLab X
O B & https://school.lifewatchdev.eu/vl-openlab/user/gpelouze/lab/tree/NaaVRE bk
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1. Click on the link to open the workflow

manager, argo
2. If needed, log in to argo
'h
Workflow submitted! You can track it hgre

Execute Workflow
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Create a workflow

school.lifewatchdev.eujvrez X  _ JupyterLab X | (@ n-a-a-vre-gpelouze-9vtg X | +
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WORKFLOW DETAILS

Workflows argo n-a-a-vre-gpelouze-9vtgm
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input-list-
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1. Click on the link to open the workflow

manager, argo
If needed, log in to argo
Check your workflow status

W N

splitter-
dlbcfde

process-list..  process-list
c7eb(1:[Bob])  ebl0:[Alice])

8 GET HELP
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