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Welcome to
Tesseract @etq)

Documentation

In this document you will find a walkthrough on usage as well as general information for the
Tesseract platform. You can navigate to each walkthrough section by clicking on items on the
table of contents in the next page.
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1. Sign in

Before you begin with creating a workflow, you must first login to Tesseract. To do so,
navigate to Single-Sign-On LifeWatch ERIC using your web browser. For this walkthrough we
are going to login to a test account (namely charles.elton@lifewatch.eu). You can use your
email & password to login. Enter your email and click Log in, then enter your password and

press the same button.

Sign In with your credentials

charles.elton@lifewatch.eu

Have you forgotten your password?

Sign In with your credentials

charles.elton@lifewatch.eu

Sign in with a different account

Forgot your password?

After you are logged in you will see the welcome screen. On that screen there are
two options, Mail & Tesseract BETA.
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From this landing page we will provide important docufnents and advertisments.
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2. Importing files

The first page you will see after you have successfully navigated to the platform, is the
Personal space screen. Here you can manage your personal storage, including folders &
files as well as System status.

= |JI NIS Workflow Environment **BETA**

Personal space

Files:
¥ Callapse all 2 Expandall
> @ charles.elton

> iy dummy-testing-data

System status ) -

The first step for a new workflow is to import necessary files. This can be easily done in
the Personal space page. For this workflow, we are going to create a folder called
“Crustacean experiment” and upload two files in that folder. The files used in this workflow
can be download using this link: https://tdrv.eu/ojlwSc

Two files are present, namely:

e sia_validated_biological_data.csv
e potam_for_gumm_modeler_input.csv
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To add a folder, click on the three dots next to your username under files. Two options
will appear. Select the Add folder option.

¥ (Collapse all & Expand all

v Y charles.elton :

> dummy-testing-data
‘ v B Add folder

System status ) &€ Uploadfile

After selecting the option, the platform will prompt to enter a name for the new folder,
we are naming it “Crustacean experiment”. Click on the Add button to add the folder.

Add folder

MNew folder name *

Crustacean experiment

Add

You will notice that a folder has appeared in your files. To upload the necessary files, click
on the three dots next to you newly created folder and select Upload file.

Files:

-~

¥ Collapse all b

Expand all
v (Y charles.elton

> I Crustacean experiment

> o dummy-testing-data

. [IB Add folder
System status ) Upload file
i Delete

Page |7



LifeWatch ERIC :ﬂr o
@ Tesseract ; LlfeWit’Ch
Documentation

Your operating system’s file selector will pop up, here we are using Windows. The first file
we are selecting is sia_validated_biological_data.csv and then clicking on open.

& Open x
4 » This PC » Downloads » Sample folder v O O Search Sanjple folder
Organize « New folder =~ 1 @
~

| ke Mame Date modified Type Size

4 @ potam_for_gumm_modeler_input.csv 6/2/2021 3:21 PM Microsoft Excel C... 164 KB

[ @ sia_validated_biclogical_data.csv 6/2/2021 3:21 PM Microsoft Excel C... 2KB

L]
]

[

L

v
File name: | sia_validated_biological_data.csv v| All filgs (*7) w

Cancel

The file will be then uploaded to your storage folder. You can see the filename, date
uploaded as well as the size of the uploaded file.

v (O charles.elton :

v [ Crustacean experiment

D sia_validated _biclogical _data.cs.. 1.33 KB 2 Jun 20217, 15:42 E

The second file we are uploading is potam_for_gumm_modeler_input.csv . Follow the
same steps to upload the second file. Your folder should look like this.

v [ Crustacean experiment :
D sia_validated_biological _data.cs.. 1.33 KB 2 Jun 2021, 15:42 E
D potam _for_gumm_modeler_input.csw 163.05 KB 2)un 2021, 15:46 &
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3. Creating a workflow

For this walkt

hrough we are creating a Crustaceans functional biogeography workflow.

Using the sidebar, click on the Run new workflow button under the Crustaceans
functional bid geography section (you might need to scroll down).

LifeWatch €

Tesseract = IJI NIS Workflow Environment **BETA**

ﬁ Personal space

Personal space

Ailanthus Altissima mapping Files:

BE achb
=il Dashboard

=+ Run new workflow

® Workflow information|

¥ Collapseall < Expandfall

v (7Y charles.elton

v [3J Crustacean expefiment

D potam_for_ghmm_modeler _input.csw 2 Jun 2021, 15:4
ARMS ~
D sia_validatefl_biological _data.cs... 2 Jun 2021, 15:42
[ H Dashboard
= > oy dummy-testing-ddta
+ Run new workflaw
@ Warkflow information System status o -
~

Biotope

W= achb
=l Dashboard

+ Run new waorkflaw

® Warkflow information

[\ﬂ Result explgrer

L Wark in progress

Crustaceans functional

~
biogeography

== Dashboard

+ Run new warkflow

(D Warkflow infarmation

“ Geographical validation
Metabarcoding -~
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Clicking on the button will transfer you to the create-workflow page. Through this page
you will create a new workflow following 6 steps.

= IJI NIS Workflow Environment **BETA**

Run a Crustaceans functional biogeography workflow

o Waorkflow overview

Import file @ Troph Pos @ Modeler @

TempFile ™ TempFile  Trophsia ¥

T TrophSIA Predic

Copernicus link  (3) / Bioclim PN map
b predic

TrophSIA Bioclim
Spatial Viewer  (5) <hp predic

TempFile

TrophSIA  valid.shp *

ShpZipFile
Shape file creat...@
(& .

TrophSIA  ShpZipFile

Import file @

TempFile 4

Mext

@

The first step gjves you an overview of the workflow functions, inputs and outputs. Click
on the Next button to navigate to the next step.
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The second step allows to add a description to the workflow you are about to create.
Selecting a memorable name can help you remember & find back your workflow in a later

date. Here we are naming the workflow “Experiment demo”. Then click on the Next
button.

o Workflow overview

o Waorkflow description

Experiment deml

o

Back Next

The next step requires that we select a file containing Biological data on CN stable isotope.
The same folder structure will appear as the Personal space page. Navigate to the folder
we created earlier & click on sia_validated_biological_data.csv to select the file.

o Biological data on CN stable isotope

~

¥ Collapse all < Expand all

v (Y charles.elton

v [ Crustacean experiment

D potam_for_gumm _modeler_input.csv

D sia_validated _biological _data.cs..

1.33 KB 2 Jun 2021, 15:42 E

Clicking on the file will automatically transfer you to Step 4.

Page | 11



LifeVatch ERIC :if o
Tesseract ; LlfeW@Tch
Documentation ERIC

In this step the Trophic position data file needs to be selected. To do so click on the
uploaded potam_for_ gumm_modeler_input.csv file like you did before.

o Trophic position data

¥ Collapse all o

v Expandall

~ (Y charles.elton
v [J Crustacean experiment
D potam _for_gumm _modeler_input.csv 163.05 KE 2 Jun 2021, 15:46 E

D sia_validated _biological _data.cs 1.33 KB 2 Jun 2021, 15:42 E

This will automatically transfer you to Step 5. In this step you have a single option, to
create the new workflow. If you think you did something wrong or need to changes
something selected in the previous steps, you can always click on the edit buttons.

Warkflow overview

Workflow description

Biological data on CN stable isotope

[rophic position data

Create workflow

[F] Create new workflow

To create your new workflow, click on the Create new workflow button.
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Step 6 informs you that your new workflow has been created. To go the workflow's
dashboard, click on the Dashboard button.

e Warkflow created

Workflow created successfully

™ Run anew workflow Bg Dashboard
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4. Checking workflow progress

The Dashboard page displays current and past projects. Our “Experiment demo” project
is still running and is shown on the very top of the list. You can filter the displayed

workflow list by clicking on the different options (“Pending”, “Running” etc.). You can also
check for the latest status update by clicking on thé refresh button.

= [JI NIS Workflow Environment **BZ74**

Dashboard Crustaceapsfunctional biogeography

Experiment dema 5/7 2/jun/21, 16:24 2/luni21, 16:24 ]
Fourth experiment 717 2/jun/21, 12:44 2/luni21,12:44

Third test 777 2/lun/21,12:43 2/luni21,12:43

Second experiment Nikos 7/7 2/lun/21,12:42 2/lunf21,12:42

Experiment demo sharing screen 717 2/lun/21,12:33 2/lun/21,12:33

Test 23:00 0/0 1/]un/21, 23:59 1/lun/21, 23:59

lest 22:55% 0/0 1/Jun/21, 23:59 1/Jun/21, 23:59

Experiment beta release 717 23/Apri21, 12:53 23/Apr/21,12:53

B - g

To view more details about our “Experiment demo” project, we must click on detailed
information action.
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Clicking on the button we are transferred to the Workflow insight page. Here you can
see general information about your workflow such current progress, type & dates.

= IJI NIS Workflow Environment **BETA**

Workflow insight

Q

B3 back to dashboard

Workflaw type: Crustace3wg functional biogeagraphy
Workflow description: Experimentdemo
Warkflow status: Started

Created at: 2 Jun 2021, 16:24
Updated at: 2 Jun 2021, 16:24

Progress: 6 of 7 completed

Workflow status diagram

Modeler ®

TrophSIA Predic

Import file v Troph Pos v

TempFile ¥™ TempFile  Trophsia ¥

Copernicus link

TrophSIA  Bioclim
Spatial Viewer f i predic
»

TrophSIA  valid.shp

ShpZipFile
Cihapeﬁ\e(reat v

TrophSIA ShpZipFile |*

trop
Bioclim

Import file e

TempFile ¥

If you want to'view the latest status of your workflow, you can click on the refresh button.
This will load the latest status and information regarding your workflow. We can see that
our projéct is still running, having completed 6 out of 7 steps. The workflow diagram helps
visualize those steps. The workflow of this walkthrough usually takes 5-20 minutes to run
depending on server load.

Using the refresh button you, check if the workflow is finished. If it is, you should see
“Finished Successfully” message under the general information section.

Waorkflow type: Crustaceans functional biogeography
Waorkflow description: Experiment demo

Workflow status: Finished successfully

Created at: 2 Jun 2021, 16:24

Updated at: 2 Jun 2021, 16:24

Progress: 7 of 7 completed
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4. Workflow results

Once the workflow is finished, you can download & view workflow results. Results are generated
by each workflow component. Results include log files as well as generated output. To view our
results, scroll to the Workflow output files section (under the Workflow status diagram section).

Import file v /

TempFile ¥

Workflow output files ~

% Collapseall o Expandall
v (Y c85ecsa381964f80adenfe7ce553fch

> B ComponentCopernicusLinkd
> [ ComponentimportFile0
? . ComponentimportFile1
> [ ComponentModelerd
> [ ComponentShapeFileCreatord
> [l ComponentSpatialViewerd

> [ ComponentTrophPos0

There, we see a folder structure. A folder is created for each workflow component. Simply click
on a folder to view its contents. Since the Modeler component is the last step of our workflow,
we want to view the output found under the ComponentModeler0 folder.

To download the result (predic_map.png), click on the three dots next to the file and select the
Download option.

v [J ComponentModelerd

D og.txt 7.69 KB

D predic_map.png 55.77 KB

> [ ComponentShapeFileCreatord
€ Download

> . ComponentSpatialViewer0

i Delete
> B ComponentTrophPos0

You can also download the log.txt file if you care to see the output of the backend program output
logs.
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Opening the predic_map.png file looks something like this:

You successfully run a Crustaceans functional biogeography workflow using Tesseract.
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Here a few extra functionalities are presented that may help you adjust the platform to your
preferences.

1.

You can send feedback to the development team by clicking on the feedback button
located in the bottom right of your screen.

a)

You can collapse sections (i.e. in the Workflow insight page) by clicking on the section

title

Workflow insight

W] B3 back to dashboard

General information

rkflow type: Crustaceans fifMional biogeography
v description: Experiment dema
rh v status: Finished successfully
Created at: 2 Jun 2021, 16:24
Updated at: 2 Jun 2021, 16:24

Progress: 7 of 7 completed

General information

Workflow status diagram

Impart file «  TrophPos N

Modeler

13

TempFile »™ TempFile Tum.smﬁ\

TrophSIA

redic
troph map
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3. If you prefer darker colors or simply working at night, you can enable the platform dark

theme, located at bottom end of the sidebar.
/
=i Dashboard

-+ Run new workflow

-+ Run new warkflow

G) Workflow information
@ Warkflow information
Tools
Tools "
* Workflow studio
_,t. Warkflow studi
Dark theme
B Dark theme
Feedback tools
- Feedback tools

4. You can delete uploaded files and created folders by clicking on the delete option.

Files:

¥ Collapseall < Expandall

v (Y charles.elton
v [ Crustacean experiment

D potam_for_gumm_modeler_input.csv

Add folder
D sia_validated _biological _data.cs...

&€ Uploadfile

v (Y dummy-testing-data

> IR ARMS B Delete

> IR filanthie Altissima mannine
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5. You can view information about a workflow category by clicking on the Workflow

information button. o ] )

+ Run new workflow

G) Workflow informatiop

G—) Result explorer

1 Work in progress

Crustaceans Workflow - Functional biogeography of invader:

crustaceans

Biological invasions are to date acknowledged as significant environmental and econ
species invasiveness has remained elusive. One unappreciated source of variation cc
~ invaded food webs. Trophic plasticity may greatly influence invasion success as it ne:
individuals; in addition, the impact of an invader might increase with its dietary plast
multiple trophic levels are affected. The validation case will focus on two invasive cru

Crustaceans functional
biogeography

== Dashboard
the Atlantic blue crab Callinectes sapidus and the Louisiana crayfish Procambarus clz

+ Run new workflaw Key questions that will be addressed are:
a) does the trophic position of C. sapidus vary between invaded Mediterranean and r
invasion shifts in dietary habits?

b) does the trophic position of P. clarkii vary in invaded habitats, and which are the m

c) do bioclimatic drivers influence broad-scale spatial patterns of variation in the trop

@ Workflow information

[] Geographical validation

6. You can stop/revoke a workflow you created by clicking on the stop button.

Dashboard Crustaceans functional biogeography

All ending nning Failed Revoke Uone O

«flow description Progress Created at Updated at

Experiment demao 0/7 2/lun/21, 18:06 2/lun/21, 18:06 ~ 1
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7. The sidebar can be collapsed or expanded by clicking
your screen.

enu button on the top left of

LifaWateh ERIC 2
= |JI NIS Workflow Environm
Tesseract
< >
A Perscnal space Personal space Personal space
Ailanthus Altissima mapping Files: Hrm
v ~
By Dashboard < (Collapseall e ¥ (Collapse all Z Expand all
v (2 charles.elton
4+ Run new workflow v (Y charles.elton
i v [ Crustacean
@ Woarkflow information " D Crustacean EXpEI’iI‘I‘IEI‘lt
D potam_fi
ARMS u D potam _for_gumm_modeler_input.csv
D sia_valid
| | ST — D sia_validated_biological _data.cs...

v (Y dummy-testing-data
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